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<210> 1 
<211> 241 
<212> PRT 

<213> Homo sapiens 

<400> 1 

Ala Gin Ser Pro Lys 
1 5 

Pro Phe Trp Val Arg 

20 

Lys Ser Val Gin Leu 

35 

Ser Ser Leu Arg Thr 
50 

Gly Trp Val Ser Tyr 
65 

Ala His Cys Leu Val 

85 

Arg lie Thr Ala Tyr 

100 

Val Leu Lys Gly Arg 
115 



Gly Ser Pro Leu Ala Pro 

10 

Met Ser Pro Glu Phe Val 

25 

Asn Cys Ser Asn Ser Cys 
40 

Pro Leu Arg Gin Gly Lys 
55 

Gin Leu Leu Asp Val Arg 
70 75 

Thr Cys Ala Gly Lys Thr 

90 

Lys Pro Pro His Ser Val 

105 

Lys Tyr Thr Leu Arg Cys 
120 



Ser Gly Thr Ser Val 

15 

Ala Val Gin Pro Gly 
30 

Pro Gin Pro Gin Asn 
45 

Thr Leu Arg Gly Pro 
60 

Ala Trp Ser Ser Leu 

80 

Arg Trp Ala Thr Ser 

95 

lie Leu Glu Pro Pro 
110 

His Val Thr Gin Val 
125 



Phe Pro Val Gly 
130 

lie Tyr Ser Glu 
145 

Val Thr Leu Thr 



Pro Val lie Cys 

180 

Asn Ser Ser Ala 

195 

Thr Ala Leu Ala 
210 

Thr Val Gly Ala 
225 

Ala 



Tyr Leu Val Val 
135 

Ser Leu Glu Arg 
150 

Tyr Glu Phe Ala 
165 

His Ala Arg Leu 



Pro lie Thr Leu 

200 

Ser Gly Ser lie 
215 

Ala Tyr Leu Cys 
230 



Thr Leu Arg His 

140 

Phe Thr Gly Leu 
155 

Ala Gly Pro Arg 
170 

Asn Leu Asp Gly 
185 

Met Leu Ala Trp 



Ala Ala Leu Val 

220 

Lys Cys Leu Ala 
235 



Gly Ser Arg Val 



Asp Leu Ala Asn 

160 

Asp Phe Trp Gin 
175 

Leu Val Val Arg 
190 

Ser Pro Ala Pro 

205 

Gly lie Leu Leu 



Met Lys Ser Gin 

240 



<210> 2 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 2 

Pro Phe Trp Val Arg Met Ser Pro Glu Phe Val 
15 10 



<210> 3 

<211> 11 

<212> PRT 

<213> Homo sapiens 

<400> 3 

Lys Thr Arg Trp Ala Thr Ser Arg lie Thr Ala 
15 10 



<210> 4 

<211> 11 

<212> PRT 

<213> Homo sapiens 



<400> 4 

Trp Ser Ser Leu Ala His Cys Leu Val Thr Cys 
15 10 



<210> 5 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 5 

Asn Val Thr Leu Thr Tyr Glu Phe Ala Ala Gly 
15 10 



<210> 6 
<211> 11 
<212> PRT 

<213> Homo sapiens 
<400> 6 

Gly Arg Lys Tyr Thr Leu Arg Cys His Val Thr 
15 10 



<210> 7 
<211> 8 
<212> PRT 

<213> Homo sapiens 

<400> 7 

Gin Asn Ser Ser Leu Arg Thr Pro 
1 5 



<210> 8 
<211> 9 
<212> PRT 

<213> Homo sapiens 
<400> 8 

Leu Glu Arg Phe Thr Gly Leu Asp Leu 
1 5 



<210> 9 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 9 

Ser Val Pro Phe Trp Val Arg Met Ser 
1 5 



<210> 10 
<211> 9 
<212> PRT 

<213> Artificial Secjuence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 10 

Thr Arg Trp Ala Thr Ser Arg lie Thr 
1 5 



<210> 11 
<211> 9 
<212> PRT 

<213> Artificial Sequence 

<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 

<400> 11 

Ala Trp Ser Ser Leu Ala His Cys Leu 
1 5 



<210> 12 
<211> 723 
<212> DNA 

<213> Homo sapiens 
<400> 12 

gcgcaaagcc ccaagggtag ccctctcgcg ccctccggga cctcagtgcc cttctgggtg 60 

cgcatgagcc cggagttcgt ggctgtgcag ccggggaagt cagtgcagct caattgcagc 120 

aacagctgtc cccagccgca gaattccagc ctccgcaccc cgctgcggca aggcaagacg 180 

ctcagagggc cgggttgggt gtcttaccag ctgctcgacg tgagggcctg gagctccctc 240 

gcgcactgcc tcgtgacctg cgcaggaaaa acacgctggg ccacctccag gatcaccgcc 300 

tacaaaccgc cccacagcgt gattttggag cctccggtct taaagggcag gaaatacact 3 60 

ttgcgctgcc acgtgacgca ggtgttcccg gtgggctact tggtggtgac cctgaggcat 420 

ggaagccggg tcatctattc cgaaagcctg gagcgcttca ccggcctgga tctggccaac 480 

gtgaccttga cctacgagtt tgctgctgga ccccgcgact tctggcagcc cgtgatctgc 540 

cacgcgcgcc tcaatctcga cggcctggtg gtccgcaaca gctcggcacc cattacactg 600 

atgctcgctt ggagccccgc gcccacagct ttggcctccg gttccatcgc tgcccttgta 660 

gggatcctcc tcactgtggg cgctgcgtac ctatgcaagt gcctagctat gaagtcccag 72 0 

gcg 723 



<210> 13 
<211> 9 
<212> PRT 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
peptide 



<400> 13 

Arg Gin Gly Lys Thr Leu Arg Gly Pro 
1 5 



<210> 14 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 14 

agaacccact gcttactggc t 



<210> 15 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 15 

tgagcctgct tccagcagca 



<210> 16 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 16 

tcagtgcccg cctgggtgcg c 



<210> 17 
<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 17 

gcgcacccag gcgggcactg a 



<210> 18 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 18 

gtgcccttcg cggtgcgcat g 



<210> 19 

<211> 21 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 19 

catgcgcacc gcgaagggca c 



<210> 20 

<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 20 

cccttctgga cgcgcatgag c 



<210> 21 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 21 

gctcatgcgc gtccagaagg g 



<210> 22 

<211> 20 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Seq[uence : Synthetic 
oligonucleotide 



<400> 22 

ggaaaaacag aatgggccac 



<210> 23 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 23 

gtggcccatt ctgtttttcc 



<210> 24 

<211> 21 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 24 

acacgctggc tcacctccag g 



<210> 25 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
ol igonucleot ide 



<400> 25 

cctggaggtg agccagcgtg t 



<210> 26 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 26 

cgctgggccg tctccaggat 



<210> 27 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



8 



<220> 

<223> Description of Artificial Sequence: Synthetic 
ol igonucleot ide 

<400> 27 

atcctggaga cggcccagcg 



<210> 28 

<211> 21 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 28 

tgggccaccg ccaggatcac c 



<210> 29 

<211> 21 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 29 

ggtgatcctg gcggtggccc a 



<210> 30 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 30 

gccacctccg agatcaccgc 



<210> 31 

<211> 20 

<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 31 

gcggtgatct gggaggtggc 



<210> 32 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 32 

gggccgggtg cggtgtctta 



<210> 33 
<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 33 

taagacaccg cacccggccc 



<210> 34 
<211> 20 
<212> DNA 

<213> Artificial Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 34 

aagggcaggg aatacacttt 



<210> 35 

<211> 20 

<212> DNA 

<213> Artificial 



Sequence 



<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 



<400> 35 

aaagtgtatt ccctgccctt 



10 

<210> 36 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
ol igonucleot ide 

<400> 36 

gatctggccg ccgtgacctt g 21 



<210> 37 
<211> 21 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 37 

caaggtcacg gcggccagat c 21 



<210> 38 

<211> 20 

<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
ol igonucleot ide 

<400> 38 

gccaacgtgg tcttgaccta 20 



<210> 39 

<211> 20 
<212> DNA 

<213> Artificial Sequence 
<220> 

<223> Description of Artificial Sequence: Synthetic 
oligonucleotide 

<400> 39 

taggtcaaga ccacgttggc 20 



<210> 40 
<211> 723 
<212> DNA 

<213> Homo sapiens 



11 

<220> 

<221> CDS 

<222> (1) . . (723) 

<400> 40 

gcg caa age ccc aag ggt age eet ete geg cee tec ggg acc tea gtg 48 

Ala Gin Ser Pro Lys Gly Ser Pro Leu Ala Pro Ser Gly Thr Ser Val 

15 10 15 

ccc ttc tgg gtg ege atg age eeg gag tte gtg get gtg cag eeg ggg 96 
Pro Phe Trp Val Arg Met Ser Pro Glu Phe Val Ala Val Gin Pro Gly 

20 25 30 

aag tea gtg eag ete aat tge age aac age tgt cee cag eeg eag aat 144 

Lys Ser Val Gin Leu Asn Cys Ser Asn Ser Cys Pro Gin Pro Gin Asn 
35 40 45 

tec age etc ege aec eeg ctg egg caa ggc aag aeg etc aga ggg eeg 192 
Ser Ser Leu Arg Thr Pro Leu Arg Gin Gly Lys Thr Leu Arg Gly Pro 
50 55 60 

ggt tgg gtg tet tae eag ctg etc gac gtg agg gee tgg age tec etc 240 
Gly Trp Val Ser Tyr Gin Leu Leu Asp Val Arg Ala Trp Ser Ser Leu 
65 70 75 80 

gcg cac tgc etc gtg acc tgc gca gga aaa aca ege tgg gee acc tec 288 
Ala His Cys Leu Val Thr Cys Ala Gly Lys Thr Arg Trp Ala Thr Ser 

85 90 95 

agg ate aee gee tae aaa eeg eee eae age gtg att ttg gag eet eeg 336 
Arg lie Thr Ala Tyr Lys Pro Pro His Ser Val lie Leu Glu Pro Pro 

100 105 110 

gtc tta aag ggc agg aaa tac act ttg cgc tgc cac gtg acg cag gtg 384 
Val Leu Lys Gly Arg Lys Tyr Thr Leu Arg Cys His Val Thr Gin Val 
115 120 125 

tte eeg gtg gge tae ttg gtg gtg aee etg agg eat gga age egg gte 432 
Phe Pro Val Gly Tyr Leu Val Val Thr Leu Arg His Gly Ser Arg Val 
130 135 140 

ate tat tec gaa age ctg gag cgc ttc acc ggc ctg gat ctg gee aac 480 
lie Tyr Ser Glu Ser Leu Glu Arg Phe Thr Gly Leu Asp Leu Ala Asn 
145 150 155 160 

gtg aee ttg aee tae gag ttt get get gga eee ege gae tte tgg eag 528 
Val Thr Leu Thr Tyr Glu Phe Ala Ala Gly Pro Arg Asp Phe Trp Gin 

165 170 175 

ccc gtg ate tgc cac gcg cgc etc aat etc gac ggc ctg gtg gtc cgc 576 
Pro Val lie Cys His Ala Arg Leu Asn Leu Asp Gly Leu Val Val Arg 

180 185 190 



aac age teg gca cee att aca ctg atg ete get tgg age cee geg ccc 
Asn Ser Ser Ala Pro lie Thr Leu Met Leu Ala Trp Ser Pro Ala Pro 
195 200 205 



624 



aca get ttg gcc tec ggt tec ate get 
Thr Ala Leu Ala Ser Gly Ser lie Ala 
210 215 

act gtg ggc get geg tac eta tgc aag 
Thr Val Gly Ala Ala Tyr Leu Cys Lys 
225 230 

. gcg 
Ala 



12 

gcc ctt gta ggg ate etc etc 672 
Ala Leu Val Gly lie Leu Leu 
220 

tgc eta get atg aag tee eag 720 
Cys Leu Ala Met Lys Ser Gin 
235 240 

723 



